Supplementary Protocol
Below is a detail TPA protocol using the 5-fragment zeaxanthin pathway assembly as an example. 
Assume that non-coding region error only has a negligible chance of inactivating the entire pathway. Assume that proportion of pathways containing 2 or more inactivating junction error is negligible.
From KOD 4+1 zeaxanthin and Q5 4+1 zeaxanthin assembly, junction terms can be eliminated since they share the same junctions.
Assume 30 effective PCR cycles, 7200bp amplified bases. Assume Q5 has an error rate in the range of Phusion (3), and KOD has an error rate in the range of Pfu (4, 5) . We have the following estimates(6):
E(PE)Q5 = 0.095 E(PE)KOD = 0.60 F(PC) = 5000/7200
From our experimental data:
We obtain an empirical estimate of P(EE cd ). From an analysis of our 10 junctions used to assembly the zeaxanthin pathway plasmid, we calculated the fraction of coding sequence within each junction region.
For KOD 4+1 assembly: 
